Figure 6.1-4. Steps of Fatty Acid Synthesis
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i @ 3KetoacyFCoA -3-Hydroxyacyl-CoA-
syrihase are located either on aeparated, HASPH T b Dehydrogenase

but assecisted subunits or cn commen
profein chaine. E-S = P-pantetheine arm
of the acyl carrier protein.
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